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écould contribute from 10 to 80% of the assimilates deposited in 
grains (Kriedemann 1966; Evans and Rawson 1970; Araus et al. 1993; Maydup et al. 2010; 

Sanchez-Bragado et al., 2014)

édelayed chlorosis (Abbad et al. 2004), ability to maintain a better 
water status under drought (Tambussi et al. 2005) and capacity to 
safeguard seed-filling when leaf area is reduced (Maydup et al. 2010). 

éuses respiratory CO2 made available by grain respiration, 
increasing transpiration efficiency (Araus et al. 1993; Bort et al. 1996).

éhigh SP has been suggested as an important trait in the 
conceptual model for yield potential, heat and drought (Reynolds et al.

2005, 2011; Cossani & Reynolds 2012).

éintercept between 20 to 40% of the light during grain filling
(López-Castañeda et al., 2014)

éits contribution to grain yield shows genetic variation (Molero et al., 

2014)

Introduction: Spike Photosynthesis

60-70% CO2 refixedby greenpericarp,  lemmaand  glume(Knoppiket al., 
1986; Gebbingand Schnyder, 2001) 
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